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LOCUS (LOC) : 
GenBank ACC. NO. (GBN) 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : . 
DEFINITION (DEF) : 
SOURCE: 
ORGANISM (ORGN) : 



NUCLEIC ACID COUNT (NA) 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) 



JOURNAL (SO) 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 



JOURNAL (SO) : 
OTHER SOURCE (OS) 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 
JOURNAL (SO) 

PA 



Primates; Catarrhini; 



FEATURES (FEAT) 
Feature Key 



HSU46922 GenBank (R) 

U46922 
173825-83-7 
1095 

mRNA; linear 
Primates 
8 May 1996 

Human FHIT mRNA, complete cds . 
human . 

Homo- sapiens 

Eukaryotae; mitochondrial eukaryotes; Metazoa; 
Chordata; Vertebrata; Eutheria; 
Homlnidae; Homo 

: 27*4 -a 313 c 252 g 256 t 
1 .(bases 1 to 1095) 

Kastury,K.; Baffa,R.; Druck,T.; Ohta,M.; 

Cotticelli, M.G. ; Inoue,H.; Negrini,M.; Rugge,M.; 

Huang, D. ; Croce,C.M.; Palazzo, J.; Huebner,K. 

Potential Gastrointestinal Tumor Suppressor Locus at 

the;3pl4.2 FRA3B Site Identified by Homozygous 

Deletions in Tumor Cell Lines 
.Cancer Res. (1996) In press 
. 2 Cbases 1 to 1095) 

,Ohta,M.; Hiroshi,I.; Cotticelli , M . G . ; Kastury,K.; 
"Baffa,R.; Palazzo, J.; Siprashvili , Z . ; Mori,M.; 

McCue,P,; Druck,T.; Croce,C.M.; Huebner,K. 

The FHIT gene, spanning the chromosome 3pl4.2 fragile 

site and renal carcinoma-associated t(3;8) breakpoint, 

is abnormal in digestive tract cancers 

Ce^l, 84 (4), 587-597 (1996) 

CA ,124:172160 

3 ; (bases 1 to 1095) 

Ohta,M.; Hiroshi,I.; Cotticelli, M. G . / Kastury,K.; 
Baffa,R.; Palazzo, J. ; Siprashvili, Z . ; Mori,M.; 
McCi?e,P.; Druck,T.; Croce,C.M.; Huebner,K. 
Dire'ct Submission 

Submitted (19-JAN-1996) Teresa Druck, JCI, Thomas 
Jefferson University, 233 S. 10th St., Philadelphia, 

19107, USA 



Location- 



Qualifier 



source 



gene 
CDS 



1095 



363. .806 
363. .806 



/organism="Homo sapiens" 
/chromosome="3" 
/map="3pl4 .2" 
/gene="FHIT" 
/gene-"FHIT ,T . 

/note="member of the histidine 

triad (HIT) gene family; similar 

to the S. pombe diadenosine 

5' ,5' ' f -Pl, P4-tetraphosphate 

asymmetrical hydrolase" 

/codon-start=l 

/db-xref="PID:gl203836" 

/trans la tion="MSFRFGQHLIKPSVVFLKTE 

LSFALVNRKPVVPGHVLVCPLRPV 



SEQUENCE (SEQ) : 

1 tccccgctct gctctgtccg" gtcacaggac 
61 cggccaccca gtgggcacac tcccaggcgg 
121 tttcattccc agctgtcaac atcctggaag 
181 ctgagaacag tctgtaaagg tccgtagtgc 
241 aagagaaaga aggtatccta ggaatacctg 
301 catcctgcca ctgaggactd cgaagaggta 
361 acatgtcgtt cagatttggc' caacatctca 
421 aactgtcctt cgctcttgt^ aataggaaac 
481 cgctgcggcc agtggagcgc ttccatgacc 
541 agacgaccca gagagtcggg acagtggtgg 
601 tttccatgca ggatggcccc gaagccggac 
661 ttcccaggaa ggctggagac tttcacagga 
721 atgacaagga ggactttcct- - gcctcttgga 
781 cagctctgcg ggtctacttt cagtgacaca 
841 agagctattg ccaaccagtt tgaagaccgc 
901 cagcatgaaa atgcagtttc ttcatctcac 
961 acctcggtca ctccaactcc cttaaaatac 

1021 tgaggtttcc ccctcftctcc ttattcggca 

1081 aaaaaaaaaa aaaaa 



ERFHDLRPDEVADLFQTTQRVGTVVEKHFHGTSL 
TFSMQDGPEAGQTVKHVHVHVLPR 

KAGDFHRNDSIYEELQKHDKEDFPASWRSEEEMA 
AEAAALR VY FQ " 



tttttgccct ctgttcccgg gtccctcagg 
cgctccggcc ccgcgctccc tccctctgcc 
ctttgaagct caggaaagaa gagaaatcca 
tatctacatc cagacggtgg aagggagaga 
cctgcttaga ccctctataa aagctctgtg 
gcagtcttct gaaagacttc a'actgtgagg 
tcaagccctc tgtagtgttt ctcaaaacag 
ctgtggtacc aggacatgtc cttgtgtgcc 
tgcgtcctga tgaagtggcc gatttgtttc 
aaaaacattt ccatgggacc tctctcacct 
agactgtgaa gcacgttcac gtccatgttc 
atgacagcat ctatgaggag ctccagaaac 
gatcagagga ggaaatggca gcagaagccg 
gatgtttttc agatcctgaa ttccagcaaa 
ccccccgcct ctccccaaga ggaactgaat 
catcctgtat tcttcaacca gtgatccccc 
ctagacctaa acggctcaga caggcagatt 
gccttatgat taaacttcct tctctgctgc 



